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TREX1th %= 48 M0 BB M & 48 £ 89 SET
complex (TREX1- HMGB2 - APEL -
NM23H1 - pp32£2SET) f9—8 - EBHMGB21&
BRERERE ; &HA03 2 E RS %R
(genotoxic stress) - TREX1 - HMGB2 -
APE1Z & 3| i P Epolymerase 3 (Pol
B ) kX PARP-1— #E & 18 = 1& DNA - &4 SET
complexth B ERABAREMNER BB
(Maintenance of Genome Integrity) - B H A
& - 5 M {8 AGS nucleases : RNase H2i
SAMHD1 - th BB EFEREDNARINEE - P
PR SET complexiy A% B K AGS nucleasestt
ERSHRBEFADENAE  TARMER
EHNEEMREIR - MAPEL E2RNase H2% 72
ARERREENZESMNE  BEAFIHES
R EREYNES  WEMAOHEEMES
BERZRAEBRAEIE -

BEEIENZ  BoRBERENERHMY
AWM KEIN]EE - B M A% S (SARS
Co-V 2) WINspl4 - HIiEEm S (Lassa fever
virus) BINP exonuclease & & TREX1R [E
BER - BEETREXLFELIROE(ESE - Bt -
HAT B TREXITAIHEI W S A EANE
LEREERENME L - RERAEANEE W ER
RIEEEE -

Immune response
Regulation

Genome integrity
Maintenance

TREX1, HMGB-2, SAMHD1,
RNase H2

TREX1, HMGB-2, SAMHD1,
RNase H2, APE1, , Pol B

Application: Anti-cancer therapy

(Cancer immunotherapy, DNA damage and Drug resistance)





