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Evolutionary Learning Platform for Biomedical Data

Biomedical Data (Input) 1 Evolutionary Learnin

;?‘)J.." | okt
EE se @

Pathological section  HE St
whole scamer

s

g (Modeling) | Prediction Model (outpuf)
v

sion (u) and small dataset(p) |

1. Image features I
DNA sequencer )) Expression profile )) f_ 2. Gene expressionvalues | )) |
& microTay i= = 3. Spectrum values i i
I |_ 4. Biochemistry values
= ] 1. Cancer metastasis CKDDM signatre. identificatio

Ela=y ' 2. Survival time
== L R e 1 FOSYY 5 ckp occurvence -

o ) I 4. Biomedical outcome
LC-MSMS 3D spectrum I i il 3.

+ - I
] I -
. | ‘
I
Biomedical databases I
TCGA, GEO, NHRI ... Excel Table i

Problem dependent Problem independent a set of biomarkers




